HRRE REAE

RAPD W R M B ME M EG T EMHENBEE S FHHR

% F A OB, F OEL,HRALY,

AL, KEE

RERL,THAE R B HER,

(1. HEB % BEPEN, WHR FY 266071;2. B/RETI KGR, IWE BIE 264209)

SE . 5 A RAPD 4 F 40 8 K st B 5 B 8 (Verasper variegatus) Fo 4 52 2 8 (Verasper moseri) 85 3¢ 3 3 45
BATBRAESHBIN, FABAERE 0 A, FR TS SN P Hikd 20 A THAELFER
K. BABAEYHE 2184 DNABR K S KA BRI A 250~1500bp, AP HAER 185 &, 5%EH
183 &, 3 &K BB 53 4 56. 76 % A 64, 48% .Nei 49 % #4354 F= Shannon #9442 & 4 A % 0.232 2 F
0.2781,0.339 1 #20.398 9, XA B A ABIK NG F A0k 2 AREIEE S MNA 0.6720 4 0.397 5,

%7 B 3 £ 8 (Verasper variegatus) ; % 38 . 8 (Verasper moseri) ; Jx B4R ;RAPD; 4% % 4%

FESHES:Q321.2

B Bt B & (Verasper variegatus) 1 5% Bt B #i
(Verasper moseri) ¥ F & T 18 & 1 4 (Osteich-
thyes) 87 B (Pleuronectiformes) | @} (Pleurone-
ctidae) BB (Verasper )™, MR EBMBH LS,
TR BERE L, A ER kB ATRIEELE S
T AR, BEARAARY  EFEREERH
BRI MEHEEEMIEMAET, FEEREESF
THARBEULCBPER 2B L EEE, TEE.
HMEMAETESAD, RAREMHE, BRER A
HATGHEEMN S T F 6 (Paralichthys olivaceus)
—~BEA. BE&RSM., PEE 2004 FRMAH AT
HTREEGREE FIEFRY, BEER% T &K
E#HMHEe A\ TEMMEE™ .

AXPIFEGARBLEZHEETANRER
A, T AR T FE B AR, HA%E Fujio %
F 1979 FEXFHAM G EE A B ESFIEHFETT
] T/ 4+ #7 , Romo %M F 2006 4E 5 FHf% T EHRid

BRI TXWMERERARBERGBEEDE

Yo P L D0 B B N 4% B B AR iR R L
DNA #43 b BT 5 B Ee 8 it 8t DA K IR 3 2 8 3
Mg R AR AR AL S R RS

YE# i Fl RAPD £ AR, A DNA 7K b 5f B 5
EBMARESRREHBBESHEHETHR,
DUBH T i F0 38 45 2 b 8 50 L A D R B 4k ) it %
SR, g H A W BE TR 6 R R AR A L B M T R R
— & WIT R AR IR KR .

SCHERARIREG A

X EHES :1000-3096(2009)08-0026-04

1 #BFh %

1.1 #H#ReRE&EA DNA HIRR

Bpr B REBMAEER0EBCEHE2EK
60.1 mm=+8.1 mm),F 2006 4E 9 A A EIL S &
WA TSR, 3 N vk A 1 S BT B B SR AE A AR
A 30 B(EHLEK 229.3 mm=+11. 1 mm),F 2005
E£5 A, RAMERTEBEKFEARFAY, AHF
Tk B SR PEBEAK , B N vk BEAN A BT A R R B LY
HARTEET—20CTHREEH. # S DNA K
BRSREAFRN @R thk, KB E DNA H 1%
B B30 Bl 4 1 I P K R I, Beckman DU-650 &Y %8 4h 43
SRR, R BRI —EWRER, —20CTF
SR
1.2 MHL3] 469 5% £ & RAPD 4547

PCR R itk &R 25 uL, B &R .PCR BJF
MBI T E SRS % (10, @i PCR,
DL 7= W A TG R S MR — B R AR
WEXT 78 & 10 ANTEMBENLS Y (M B e T A
MTEERAT HITMHE, RAERY M EBE
Wi AR N —B R EEESMSI R TR K
7HT.

We#% B 3B . 2007-10-05; & [E H . 2009-04-01

ELWH . HF 863 7R EBH B (2006AA10A404) ; R R H K
PR A S EMEF S5 E (2006DKA30470-017)
B A A5 1985, B WILIR M A, 2+ BF R i BB RIE
B2, &, BEEE, E-mail: youfeng@ms. gdio. ac. cn
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%2 EMEKMERBGKFAFKN RAPD F RENEE S HEER

Tab.2 The number of RAPD band and genetic diversity for cultured stocks of V. variegatus and V. moseri

BHEE EHRFBEE ZERE LA i \ -
R N y Sh EPES
FEE B IR AR %) > % el A PR B annon 15 8 38 5
B BEE B (V. wariegatus) 185 105 56.76 0.232 2 0.3391
FBEEB V. moseri) 183 118 64. 48 0.278 1 0.398 9

2.3 AHAREERAAIEE M
B Nel WEMEFETENERMEAKRE S

FRETE A 18] B0 188 4 A 0L 1 R B g A% BE B S O
0.672 0 0.397 5,

3 st
3.1 An28iimigimfinigs
% MK

FAREREREMARE R TR RE S
YES I 18 L BOME 4 B0 R 56. 7600 A 64, 4824,
0.232 2H10.278 1,0.339 1 F10.398 9, BiFhfmfz
HE ML, ARESRNRESBRENKTEHR
B8R, 3 7 BB 2 AE 3 BT 4 7 0 15 3% 2 % % JE R 1A
HIRAB BB/, RE XL RBOLTE, Wi B H A 3
HIRTEERFHBFATRERIET —EMEARE,
B H 5 A2 18 | 88 (Cynoglossus semilaevis ) Hl
EI % (Paralichthys lethostigma ) B A
RAPD s &5 RAH LB, MBI E B M. B
X b I RN K 55 B (Scophthatmus mazximus )
WFFEAR RS .

H A% 3% Romo %M ¥ F 2006 £ RAM T E
PRig X H AL 4 ARG A0 (B 5 2 % 7 A B A
M EMOBENEARESTARKESTT o
B, (B B 2 % 0 7 2 L 2% A B T 5 A B 4 )
40,742 F1 0. 750, 5B 2 BEMI{E M 0. 848 F1 0. 860,
BREEANADAEHIREHBREERKE. W
Liu %5 F 2005 48 R H Al T A bR ic 33 # g L B B
RERFABENIVERB R, B BEE 6 F 48
BHEZER B CEHRNREEMT LG E
43314 0. 450 0(P<C0.99).0.027 8 #1 0.026 5, 5H
77K AR L, Liu tA S 8035 JL BB A (R B 2 A 4
B Z KPR, X—4% 3£ 5 Romo WFRA
BT VEE AR, R B ] 66 2 ) T o b B A
PIEEALAE PR (Liu L858 T 20 ASFEHE A7, Hdr 9 4
REBELD HRYEANKLES., REFMFE
HEAEZERFERAN ST HFEY R, HERELLERER
R, BAn s B 5 2 SR EF AR B s B HK T
BEBHAES MALRLARNKEESREERE
HH A 4% 5T B 8% 5% 58 B 0Kk 10 38016 AR K 2 4%

k. Bt , G5 EHHMMESRAGNERTRE™ S,
o7 15 5 B N AR BT B R R R P R AR R
BEEE, UELERTFHELANES YN EHEHR
Fo B aRRAHE  #TLENRAELESEN 2
BIEEH, BELFHEBRMATRFELE.
3.2 AnIgFinEgnl Ty Xa

RAPD tricER AR RE TR HRILER
WO EFMEMZERRER, —BE -3 WESE Y
v REAMAEN., ARESMEARESAIRE
AR, AFRERNE R, XHFPEHRAELSE
FEBEAR) RAPD (91845 Rk | A 1 iR FE 1R
ZEYHEE RN . ¥R 20 &5,
ALY EEAET AN BERPEARMEHE 6 &
B4, RER B D38 EEAR E1; {5 &5 4, B #¥
AU REEEEEHENER. Nei W BHEMHTE
A Shannon #{E BIEHR B RFAX HFE B AAF
R BRI BB A L R /MR 0.376 9, BEAITHIE
TR UUBERRAOREMENBRETRNE.
Nei WIEmEF BT BEERERTHENE SRR
R EREEE B /N (0. 397 5), AT LLE X B fh 2 8
AR EERRBRE. BRME X H L GM&
B # 4R R k 3£  4 16SrRNA, COI, ND5, Cytb
AR L B ST R I T X A R R I A K
ZIEH R, 4y LT IA] 270 5 ~430 J5 a, 4L Ef ) &
HfEEH., BRMAEE-SHBBEENFEZL
R EH A NE LEXHL R & DNA 22 E4 775
HITEANHRE.
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Study on genetic diversities in Verasper variegatus and Verasper
moseri cultured stocks using RAPD analysis
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Technology(Weihai), Weihai 264209, China)

Received: Oct., 5, 2007

Key words: Verasper variegatus; Verasper moseri; cultured stock; RAPD; genetic diversity

Abstract: The RAPD molecular technology was used to analyze the genetic diversities of cultured stocks of
spotted halibut, Verasper variegatus and barfin flounder, Verasper moseri. Out of 78, 20 arbitrary oligo-
nucleotide primers were screened and for PCR amplification for stock genetics analysis. Total 218 bands
were amplified, 185 in spotted halibut and 183 in barfin flounder, most ranging from 250 to 1 500 bp. The
percentage values of polymorphic bands of these two stocks were 56. 76 % and 64. 48% , and their Nei's ge-
netic diversity values were 0. 232 2 and 0. 278 1, respectively. Their Shannon indexes were 0. 339 1 and
0.398 9, respectively, Nei’s genetic identity and genetic distance between these two Verasper cultured
stocks were 0. 672 0 and 0. 397 5, respectively.

(AL 8 . BEH)
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